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Y SNP and Y haplogroup

» Specific and distinct geographic distribution
— Investigation of the history of human migration.

» The inference of the biographic ancestry through

haploroup identification.

» Forensic fields, anthropology, genetic genealogy

and human evolution.
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Y-chromosome phylogenetic Tree
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Y haplogroup in East Asia
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Coordination between Y haplogroup trees

Y-DNA Haplogroup Tree 2014
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Goals

Re-analysis of recently suggested or positioned

in different phylogenetic topologies Y-SNPs

with Korean male samples belonging to

predominant Y haplogroup in Korean.
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Predominant Y haplogroup in Korean

Haplogroup
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Materials

» 545 unrelated Korean males previously classified as

one of the C, O2b and O3a haplogroups.

(This study was approved by the Institutional Review Board of

Severance Hospital, Yonsei University in Seoul, Korea.)

» The DNA quantification using a NanoDrop 1000

spectrophotometer (Thermo Fisher Scientific).

» Dilution to 1.0 ng/pl for PCR amplification.
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Methods

» C2 (L1373, Z1338, JST002613-27, Z1300, Z8440, F845),
O2b(F3356, L682), O3alc(F11, F238, F449) haplogroup.
— Multiplex PCR and SBE reaction.
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» 03a2cl haplogroup (M134, M117, F444)

— Multiplex PCR and analyzing by length differentiation.
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» C2 haplogroup — 89 samples

_ C(xC2)
RPS4Yw c2 [C3| M217, P44, 71453
2| M217  |L1373 C2b C3* -
C2e C3a) Mo3
—_—  (C2el® C8b_ L1373
[|21338[78T002613-27} |Z1300 4|07 C2ela i
84 samples | 28440 C2elb |C3b1 P39
,[Fsas Cae2 [Cab2] nas
[capzs] --

[ s> [ [ [ s ][ roes

W YONSEI UNIVERSITY
&'y COLLEGE OF MEDICINE

» O2b haplogroup — 226 samples

» SRY465
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02b1*
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M312 marker was known to define O2b1l haplogroup

— Mutation was not observed!
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» O2bl haplogroup is defined by F3356 not M312!

ChrY:22,752,698-22,752,724

Reference sequence AATTTATTTGTAAACATTCAAATACTC

Sample sequence AATTTATTTGTABEBIC A TTCAAATACTLC
AWA N\ on A AA s A ‘ﬂ'
F3356 M312
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» O2b haplogroup — 226 samples
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» O3alc haplogroup — 72 samples
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» O3a2cl haplogroup — 158 samples
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Y haplogroup in 706 Korean males

Haplogroup N Frequency
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» C2[L1373(C2b), Z1338/JST002613-27(C2e), Z1300(C2el), Z8440(C2elb),
F845(C2e2)], 02b[F3356(02b1), L682(02blb)], O3alc[F11(0O3alcl),
F238/F449(03alc2)] and O3a2c1[F444(03a2clc)].

» JST002613-27 marker was relocated to the appropriate position to C2e
haplogroup.

» F3356 marker was newly confirmed to define the O2b1 haplogroup.

» O2blb haplogroup had the highest frequency among Korean males
(19.0%).
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